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Abstract ; [ Purpose ] To investigate the expression of long-coding RNA (IncRNA) AP000472.2 in
papillary thyroid carcinoma (PTC )and its relation to clinicopathologic factors. [ Methods ] The ex-
pression of IncRNA AP000472.2 was detected by RT-PCR in 60 fresh frozen PTC tissues and its
matched pericancerous tissues. [Results | The expression of IncRNA AP000472.2 significantly up-
regulated in PTC tissues compared with pericancerous tissues (P<0.05). The expression of IncRNA
AP000472.2 was significantly associated with capsular invasion and lymph node metastasis, while
not associated with gender,age,lobe dissemination, psammoma body,tumor size and tumor num-
ber. [Conclusion] The high-expressed IncRNA AP000472.2 may lead to the development of PTC,
and involve in the capsular invasion and lymph node metastasis of papillary thyroid carcinoma.
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&L RNA $2HUK 7 & NucleoSpin® miRNA 14 T
5 ¥ MACHEREY-NAGEL /A 7 ;mRNA & IncRNA
01 5 57150 & PrimeScript® RT reagent Kit 1 T H
A TaKaRa 7 #] ;Real-time PCR i 7] & SYBR Pre-
mix Ex Taq I F H 4% TaKaRa 2\ 7 ;7500 52 i 2¢ 6
€ & PCR /XU T3 [E Applied Biosystems 2\ ] ; i %
% PCR 1% S1000 Thermal Cycler 4 F 3% [& BIO-RAD
S F) AU EE 2% Tissue lyser- I T 12 E Qiagen 24
A 5 O R WA W TR E Eppendorf A H]
1.3 SLWAH%E
1.3.1 % RNA 23 cDNA 4 5 & RT-PCR #: il

F DEPC /K AL BT A 356 L 3], H K
B, I A Ab B N—80°C UK AR B 37 191l 3 fif vk
HLREA YIS, 5K /NL (2 0.25~0.5g) B T 4%
5E EP &N, 17 EP 8 A K /IMRER B NucleoSpin®
miRNA {7 & i ML 2%, KA EP BRIK
i A TissueLyser Il (Qiagen) % #% 2min, F 7K |- # &
46 15min, 4E 1™ 4% % B NucleoSpin® miRNA ik
il U ] R AE P HUE RNA, R A Nano Drop ND-
1000 (55050 VG EE 1) X RNA v JE B 4l B 147 46
T, BT bR AR S B S RNA 9454 25k, JF F DEPC
AR T BRAS B RNA i B 2 100ng/pl o BURG BE g1
& RNA10Ong, /™ #% Z M PrimeScript® RT reagent
Kit 357 S E DA, SR 10l 355 SRR & | RO 4
R :37°C 15min (5% 5% K0 ) ,85°C 5s (S i Sk ilg
(8 R 396 S ), i) A5 3] 1) 396 9 S SR 1 Y P in DEPC
KRR 100pl,
1.32 PCR 314i%3t 5 PCR %8 & k% &

SR EO6E B PCR i/ GAPDH fE N2, 5l
Y ¥ %1 40 F :IncRNA AP000472.2 5| 4 JF %1 .5
AAGCAGAGTGTCAAGCAGCA-3'(F);5' -TCACCCAT-
TCCCTGAGAGTC-3"(R) . GAPDH 51 %) )¥ %1 . 5" -
GAAGGTGAAGGTCGGAGTC-3' (F);5' -GAAGATGG-
TGATGGGATTTC-3'(R), i 514 #4 ti TaKaRa /A w]
G B 1.3.1 P BR300 5 SR AR BRI 2l 2R AT S 2
e & PCR, i3 MHE:4E# I SYBR Premix Ex
Taq 5 & UL B A& 24T, RN &R . OIS
PE,95°C,30s, EIELC 1 k; @PCR Y ,95C,5s,
60°C,, 34s , AL 40 Tk ; U ik ith L 23 i 95°C , 15,
60°C,60s,95°C, 15s, #6341 K, PCR ¥ 34 58 il , i
H 7500 system SDS software £ £ 4 34 i & F1 % fit
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M, JF A 3ot Co i, AR 3 S E AL, SE 5
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MY P FRIEE N 11.27+1.61, M4lEEA 5 ED
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T IO A5 5 % 1 HAR B 2L S R 98 4 4 (7.32+0.83)
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Figure 2 The expression level of IncRNA AP000472.2
in PTC and para-carcinoma tissues

Note : A : thyroid papillary carcinoma tissue ; B:normal thyroid tissue.

Figure 1 HE staining of thyroid papillary carcinoma and nomal thyroid tissues
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Table 1 The relationship between IncRNA AP000472.2 expression
level and clinicopathologic factors of thyroid papillary carcinoma

Z o MRS R A HATX PTC B
FTIE I 70 SR AT IR AT AE R B IR X, AT

. No. of _ L . U X
Variables s t P HEAT LI T 52 5 1E A S AE 0 4 T3 43 9
Gender *ﬁ%lﬂ y ﬂn IncRNA ’i"i s T{ PTC f%%i? @77 EF‘ 1]
Male 14 14.79+3.81 ~1.21 0.232 /ﬁz);ﬁ B u/ﬂ;q'f#ﬂ‘:’/_‘/\)a%ﬁﬂ PI‘C 1%%[3@ ﬁ‘%ﬁ;
. o 1Sl MG RS 22 1R 62 1 5 TS S
ge(years NN
<45 35 12.87+2.37 L8 0044 LncRNA 88 28 0\ Jy S 26 5 41 5 s 1
>45 25 9.03+1.95 ' ' M AR BRAE R R 22 A B 2 ZOA L R
Tumor size (cm) AR AN MO 36 5 | Ak BOR P B A i B p R &
<10 4 M007R203 o goas BB EEMEA, Al microRNA %4, IncRNA
>1.0 15 14.55+1.88 I o
Lobe dissemination E1¢Wﬁfﬁgﬁﬂﬁw Bﬁ‘%%%‘%ﬁjﬂ:ﬁﬁ
- 53 1099163 o I HE 9 ik DR e RE D R AR Y, B R TE
+ 7 13.39+6.50 . . PTC 57T IncRNA E‘Jﬁﬂ%%xgow‘ang A2
Psammoma body «  1mmos) B¢ % B IncRNA BANCR 5 PTC 4 3 fry 34
+ 2 et X9 BES FEA A WEA 5, it qRT-PCR Xf 40 X} PTC
Tumor number &ﬁ@ﬂﬁﬂ’ﬂﬁ#ﬁ%‘%iﬁﬁ%ﬁ,EQBﬁE"JE
Solitary 2 8.39£2.56 o4 gusg W HLZUMIEL PTC "y BANCR £ik & ¥ |-
Multifocality o MlL78=184 . 75 PTC 416k THHA % BANCR %
Capsule invasion o ‘ L
- 1 6.0240.65 K Ja , THH4 40 i 34 58 68 J1 855, T3,
+ 29 1688204 /b 0001 2z, 133k BANCR J5 ,IHH4 480 1° %
Lymph node metastasis ESIEiNRHI Zhang LB gY B oRTE THH-4 401
- 30 7.32+0.83 - s
. 20 ISaran0g 256 0015 s BANCR J5 TSHR %% Fif, Mogan
TNM ﬂ@iﬁa{ﬁﬁ‘Fﬁ%,ﬁH:‘F mRNA ﬂeﬂﬁﬁ)ﬁﬂ(
[~T 45 20191 o o S R 2 2] 40 R B 2K T DAY 3k I E R
m-~1v 15 11.44+3.04 ' :

1% . J5 2298 268 BANCR 7] figid ot 5 EZH2

ARy o, U FR PR AR/ INEL S R g e 2 1Y
LTERR R YR 25 PTC WS 5,10 4R A 47
R0k 90% LA b H AT 50% 83 18 & B B 477
TEFR M BS54 109%~20% 1095 51 43 H B
RN SO N RS . — BRI AN RS 10 4R AR AT
RRER 40% A4S AR R A B R BRAF,
TERT .PTEN ,Runx2,.S100A4 ,RAS . AKT1 ALK .RET,
PAX8/PPARYy  galectin3 %53 [F 7£ PTC 1) )5 #4240
W25 5 R L A e B (W B P R P — R
FHHL1e8 BRAFV600E %8748 — B2 4% 1k iy /2 PTC &
2 M IEIN A8 | 5 PTC WK EL 45868 2 % DL K&
XF BRANE SR ALA — 5 WA Sk, BAR Y
0 2k G k% R T B 1 A B2 W, (H
BTG, JEFIE KR53 hr i 4 0 A AR
T FARRA BRI, XA [T 8 SR 2 2 Ak
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55 k58 TSHR Rk, Li & 258 o 08
i 75 % B IncRNA HIT000218960 7£ PTC £l 41 %
BT IEW ORI 8, HaEd vt —4 RT-
PCR W58 A B H & R IA 5 TNM 400, w455
PALEZSRERTEY (PSS PO YIS RN TR
£ PTC 40 B # (TPC1 Ml BCPAP) & &
HIT000218960 ik Ji7 ,HMGA2 3 [H 3k i 3% T,
PR AN UE S b e 20 M 15 58 IR E RS RE T R
., X BI7E PTC 7, HIT000218960 A fE i 1 ¥
5 HMGA2 1 2R3k mifie it a4 58 (R 22 M % . Lan
S 5T R B IE R HUIR R 2H UM T IncRNA
NONHSAT037832 7 PTC 441 R, S1E% Ay H
AR 40 A% Nthy-ori-3-1 A1 Ee, 78 PR PTC 40 i #k
(K1 F1 THH4) 1 ,NONHSAT037832 b 8 3 41K , 15
BCPAP Fl IE ¥ 41 itk Z M & A 2 5 . W4,
NONHSAT037832 " ¥ 5 134 i#k 2 % % (lymph node
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metastasis , LNM ) F1 &8 /N i 35 40 56, (0 5 HAl I
PRAFAE T3, 3X % B NONHSATO037832 fl fE7£ PTC
Rk FEE R R A ROR  (H LT A TR AL 8 AN
B AT BT, X EEF S HE R IncRNA (136
KSR AT RRAE PTC & ¥4 S 2R A (R H i i b
FAE IR L B LA, A/ T
HE— 2 IR A 5T

ARSI DL Z i AR T B R He A, © B i
HE FOPR R 2L S TR 988 e B M OG 1Y IncRNA 22 57 3k 3%
Ml mRNA 22 53Rk, RAVEWE L%k, 456
RT-PCR 152 T IncRNA AP000472.2 “Jy f S F 5¢
P4 HAT A Ik, 52T IncRNA AP000472.2 fit LA A=
L SUUE 8108

FR AT 38 3 3% 5% S A RT-PCR £ AR AE 60 191387 fif
IR AR 2L S TR g 40 0 o 05 %o B TE 2L 2L b
I IncRNA AP000472.2 )ik 7K, L 45 3 s
IncRNA AP000472.2 7€ B R M 7L 3k s 4l 21 b R ik
KU G T o7 IE WAL, 2REAGIRE X
(P<0.05), gkifiidst 5 iR A I PR B G2 1t
B % B, IncRNA AP000472.2 14 22 3k /K 3F 5 IR
J 7L 3k R A TC A AR AL B bk 2 4 B B DDA OG
FHOR R 7L Sk R g8 5 O B 42 A0 B L2 &4 % A%
IncRNA AP000472.2 # ik /K &% LT+ (P<0.05),
AN [P AR e R/ R TG R N A o b
i R KR 2 1] IncRNA AP000472.2 31k 7K
ToW RG22 22 57 (P>0.05) o iX— 45 47K IncRNA
AP000472.2 AT REFE PTC My & A= K e JR R A0 B s
Bt #Eh ZEEEAEN . {H IncRNA AP000472.2
TE G A BEAR AU Bk T 25 54 4% 1) J8 3 vh SR as W]
fE, MAE TNM 43800 T I8 A IV 858 5 e
W d 22501, AT R R A v o A IR B8 TNM 43 48
AR AR S A3 I L B R R, IR AT RRJR A IS A

ARBCEAR LD A PREAE 5 SRR 5 AR S KA
A, HOBET Ok B AT AL A ST T IncRNA

AP000472.2 7£ PTC il J8 20 20 Je HF 07 Ay 4 5% 1E 8%
AU [ FRAR A O S H S 2 i PR B RL 3R 2Z2 1) 1) A
Kot AW REAR (1) 0] B, IncRNA AP000472.2 1 Ifil.
S b IR E DL RIFSE i AR 58 A, FRATTRE A e B2 S5
¥ R gk 5e 3% JF H, & T IncRNA AP000472.2 {2 it
PTC = 28 %% % Be J1 1 A OC 43 HL i 52 56 1F 76 0F 5%
o, FRATTHG TR SR SR rh gk s e
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zg E PR IncRNA AP000472.2 3 35 /K 7 19 I+
A R BRFL ORI R A R R B P T e R A —
FEAER, H 5 HAR IR LSRR 09 JR 3R A0 B050 bk 2
SRR IR . LncRNA AP000472.2 4 3K 7] fig >
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