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Abstract : Long non-coding RNA (IncRNA) refers to a class of length greater than 200 nucleotides
long-chain RNA molecules,IncRNA is generally transcribed in eukaryotic genomes,accounts for
most of the genome transcript,with a huge variety number,but no protein-coding function,com-
pared to microRNA ,IncRNA function is not very clear. But in recent years,a growing number of
studies have found,IncRNA can regulate gene expression at multiple levels,which plays an impor-
tant role in the development of tumors. Recent studies have found that abnormal expression of
IncRNA in the tumor tissue,which is the tumor-specific,therefore,IncRNA promising as a tumor
marker for early diagnosis and prognosis of tumors. This article reviews IncRNA researches as a
tumor marker in recent years.
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