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Abstract: [ Purpose | To investigate the expression of BRCA-1 and IGF-1R in breast cancer with
high CerbB-2 expression and its clinical significance. [ Methods] The expression of BRCA-1 and
IGF-1R in 29 breast cancer tissue with high expression CerbB-2,20 breast cancer tissue with low-

er CerbB-2 expression and 10 cases with hyperplasia of mammary gland was detected by immuno-
histochemistry SP method. [Results] In 29 cases of CerbB-2 high expression in breast cancer tis-
sue, the cases of lower expression and missing of BRCA-1 was increased significantly(P>0.05);The
positive expression rate of IGF-1R in breast cancer of CerbB-2 high expression was significantly
higher than that in breast cancer of cerbB-2 lower expression and hyperplasia of mammary gland
tissue. In breast cancer tissue of CerbB-2 high expression,the expression of BRCA-1was signifi-
cantly related to the histological grade,axillary lymph node metastasis and the postoperative re-

currence melastasis (P<0.05),but not related to age of patients,size of tumor,ER or PR (P>0.05).
The expression of IGF-1R was not correlated with age of patients,size of tumor, histological grade,
axillary lymph node metastasis,recurrence of tumor,ER or PR (P>0.05). Kaplan—-Meier survival
analysis result showed that the expression of BRCA-1 and IGF-1R was not associated with overall
survival (P>0.05).[Conclusion] The lower expression or absent of BRCA-1 and overexpression of
IGF-1R in mammary gland epithelial were significantly related to the generation and development
of the breast cancer of CerbB-2 high expression. They could become new biological parameters
which can replace or assist CerbB-2 judging the malignant extent, prognosis of breast cancer and
guiding the treatment.
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Figure 1 The positive expression of BRCA-1 in breast
cancer of CerbB-2 high expression (10x40)

Figure 2 The positive expression of IGF-1R in breast
cancer of CerbB-2 high expression (10x40)
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Table 1 The expression of BRCA-1 and IGF-1R in breast cancer tissue of CerbB-2 high expression, CerbB-2 lower
expression and hyperplasia of mammary gland tissue

. BRCA-1 IGF-1R
Tissue type N — .
- +  ++ +++ positive rate(%) ¥’ P —~+ ++~+++ positive rate(%) ¥ P
CerbB-2 high expression 29 8 9 11 1 72 25 86
CerbB-2 low expression 20 11 4 2 3 45 18.020 0.006 7 13 65 7.631 0.022
Hyperplasia 10 9 1 0 0 10 5 5 50

Table 2 The relationship between expressions of BRCA-1 and IGF-1R and the clinical pathological factors
in breast cancer tissue with CerbB-2 high expression

Clinical pathological BRCA-1 IGF-1R

factors Positive No.  Positive rate(%) X P Positive No.  Positive rate(%) X P

Age(years)
<50 14 11 79 0.514 0.474 12 86 0.006 0.941
>50 15 10 67 13 87

Histologic classification
[~1 19 17 89 8.028  0.005 17 89 0.495 0.482
] 10 4 40 8 80

Tumor size(cm)
<5 25 19 76 1.167  0.28 22 88 0.49 0.484
>5 4 2 50 3 75

ALNM
Positive 20 12 60 4971 0.026 16 80 2.088 0.148
Negative 9 9 100 9 100

Distant metastasis
Yes 21 13 62 4209 0.04 18 86 0.016 0.901
No 8 8 100 7 88

ER
Positive 14 12 86 2397 0.122 12 86 0.006 0.941
Negative 15 9 60 13 87

PR
Positive 19 14 74 0.045 0.833 16 16 0.185 0.667
Negative 10 7 70 9 90
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Figure 3 The survival curve of BRCA-1 and IGF-1R expression in breast cancer with CerbB-2 high expression
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