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Abstract: [Purpose | To investigate the expression and clinical significance of microRNA-326
(miR-326) in gliomas. [ Methods] The expression of miR-326 in 89 samples with glioma and 20
samples with normal brain tissue was detected by QRT-PCR,which were treated with formalin
fixed, paraffin embedding. The correlation of miR-326 expression level and clinical pathological
parameters was analyzed by SPSS16.0. [Results] The expression of miR-326 was significantly
lower in glioma tissues(3.824+1.7011 )than that in normal brain tissues (6.135+1.2897) (P<0.001).
The expression of miR-326 was significantly correlated with tumor diameter(P=0.029),WHO grade
(P<0.001 )and KPS score (P<0.001),and did not correlate with age (P=0.518)and gender (P=
0.501). The lower expression of miR-326 was significantly associated with lower survival in pa-
tients with glioma. Tumor diameter greater than 3cm,KPS score less than 80 points,advanced
WHO grade and low expression of miR-326 were the independent risk factors predicting poor prog-
nosis for glioma patients (P<0.05). [Conclusions ] miR-326 is down-regulated in glioma tissues.
MiR-326 might be a biomarker for predicting carcinogenesis and prognosis for glioma.
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Table 1 Relationship between miR-326 expression and
clinicopathological features of gliomas

miR-326 expression
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Table 2 Univariate and multivariate analyses of different prognostic
parameters in patients with gliomas by Cox regression analysis
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Figure 1 miR-326 expression in patients with gliomas
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Figure 2 The survival curves of glioma patients with
different miR-326 expression
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Univariate analysis
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