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Abstract ; [ Purpose | To investigate the expression of PTCHI in adenocarcinoma of esophagogas-
tric junction (AEG) tissues and its clinical significance.[Methods ] Sixty-four samples with AEG
and AEG adjacent tissues were enrolled. The mRNA and protein of PTCHI expressions were de-
tected by RT-PCR and Western blot respectively.[ Results] Compared to AEG adjacent tissues,
PTCH1 mRNA and protein expression in AEG tissue samples were down-regulated with statisti-
cally difference (P<0.05). The expression level of PTCH1 protein did not relate to gender,age,tu-
mor size and lymph node metastasis, but related to the differential grade of AEG (P<0.05). [Con-
clusions ] The expression of PTCH1 is low in AEG;it might relate to carcinogenesis and progres-
sion of AEG.
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Relative expression of PTCH1

1. Adjacent to cancer tissue;2. Well differentiated cancer tissue;3. Poor differentiated cancer tissue.* P<0.05 compared with adjacent
to cancer normal tissue ;# P<0.05 compared with well differentiated cancer tissue.

Figure 1 Expression of PTCH1 mRNA detected by RT-PCR

Relative expression of PTCH1

1. Adjacent to cancer tissue;2. Well differentiated cancer tissue;3. Poor differentiated cancer tissue.* P<0.05 compared with adjacent
to cancer normal tissue;* P<0.05 compared with well differentiated cancer tissue.

Figure 2 Expression of PTCHI1 protein detected by Western blot
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Table 1 Relationship between PTCH1 expression and
clinicopathological features of AEG

PTCH1potisive 2

Characteristics expression (%) P
Gender 0.505 0.326
male 40 22( 55.00)

female 24 11(45.83)

Age (years) 0.049 0.512
<60 36 19 (52.70)

>60 28 14(50.00)

Tumor size (cm) 0.501 0.328
<3cm 22 10 (45.45)

>3cm 42 23 (54.7)

tumor differentiation 20.237 0.001
well 35 27(77.14)

poor 29 6(20.68)

Lymph node metastasis 0.218 0415
No 27 14(51.85)

Yes 37 17(45.95)
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