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Abstract; [ Purpose ] To investigate the correlation of EGFR,VEGF ,EBER expression with chemora-
diotherapy sensitivity in nasopharyngeal carcinoma(NPC) N,. [Methods] The expression of EGFR,
VEGF and EBER protein was examined in 143 cases with NPC pathologically proven. Plasma
VEGF & EGFR were detected by enzyme-linked immunosorbent assay (ELISA) and EB virus free
DNA (EBV/DNA) was detected by real-time PCR in 92 patients with NPC N,_; and followed-up 2
years. [ Results] The positive rate of EBER,EGFR and VEGF was 97.8%(90/92),95.7%(88/92) and
35.9% (33/92) respectively in NPC cancer tissue. The level of EBER was correlated to distant
metastasis , reurrence and clinical-remission (P<0.05). There was a positive correlation between
VEGF,EGFR expression and distant metastasis. The plasma VEGF,EGFR and EBV/DNA levels of
pretreatment were higher than those of post-treatment. The plasma EGFR and VEGF were correlated
to distant metastasis. [ Conclusion] Expression of VEGF and EGFR in tissuses and plasma might be
an early warming for distant metastasis.
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Figure 1 The expression of EGFR,VEGF ,EBER in NPC tissues(x400)
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Table 1 The relationship between EGFR,VEGF and EBER protein and clinical characteristics

Clinical N EGFR VEGF EBER
characteristics <1 =1 G P <1 =1 G P <1 =1 G P
Age(years) 0.067  0.796 0.882  0.348 0.139  0.709
<50 102 4 98 69 33 8 94
>50 41 2 39 31 10 4 37
Gender 1.327  0.249 0.062  0.804 0.006  0.938
Male 118 6 112 32 36 10 108
Female 25 0 25 18 7 2 23
Stage 4.031 0.045 0.188 0.665 7.062  0.008
Ty 56 0 56 38 18 9 47
Ty 87 6 81 62 25 3 84
Lymph node 0.015  0.903 4.126  0.042 12.973  0.001
Not 51 2 49 41 10 10 41
N, 92 4 88 59 33 2 90
Clinical stage 1.327  0.249 4704  0.030 15.153  0.001
I~1 25 0 25 22 3 7 18
m~1v 118 6 112 78 40 5 113
Type 1.255  0.263 0.898  0.343 0.190 0.663
Differentiation 49 3 46 36 13 5 44
Undifferentiation 54 1 53 35 19 7 47

Table 2 The expression of EGFR, VEGF ,EBER and chemoradiotherapy sensitivity in NPC N,

EBER EGFR VEGF
Index
<1 >1 v P <1 >1 ¥ P <1 >1 e P
Metastasis 8.032 0.005 8.021 0.005 4.741 0.029
No 20 50 21 45 57 11
Yes 0 22 1 25 15 9
Recurrence 6.820 0.009 3.050 0.081 0.860 0.354
No 19 47 19 47 50 16
Yes 1 25 3 23 22 4
Complete remission 5.732 0.017 1.600  0.207 1.380  0.240
Yes 16 36 15 37 43 9
No 4 36 7 33 29 11
Table 3 The expression of plasma EGFR,VEGF,EBV/DNA in NPC N,;
Group EGFR (pmol/L) P VEGF(pg/ml) P EBV/DNA(copies/ml) p
Pretreatment 1226.1+208.6 0.038 526.17+102.39 0.011 49900 0.041
Post-treatment 844.5+139.7 231.25+87.03 22640
Benign 608.3+96.8 0.081 65.20+18.10 0.056 5000 0.052
Control 487.6+75.3 36.20+6.67 1200
Recurrence 0.202 0.169 0.033
No 785.2+126.6 171.38+97.21 12560
Yes 857.5+£139.2 201.55+90.16 39850
Metastasis 0.027 0.001 0.018
No 698.0+156.1 198.33+81.20 11890
Yes 1365.0+£236.7 763.85+192.46 67500
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